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<140> 
<141> 
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<160> 4 

<170> Patent In Yer. 2.1 

<210> 1 
<211> 1585 
<212> PRT 
<213> Homo sapiens 

<220> 
<223> 

<400> 1 

Met Ala Ser Pro Ser Arg Asn Ser Gin Ser Arg Arg Arg Cys Lys Glu 
1 5 10 15 

Pro Leu Arg Tyr Ser Tyr Asn Pro Asp Gin Phe His Asn Met Asp Leu 
20 25 30 

Arg Gly Gly Pro His Asp Gly Val Thr lie Pro Arg Ser Thr Ser Asp 
35 40 45 

Thr Asp Leu Val Thr Ser Asp Ser Arg Ser Thr Leu Met Val Ser Ser 
50 55 60 

Ser Tyr Tyr Ser lie Gly His Ser Gin Asp Leu Val lie His Trp Asp 
65 70 75 80 

Me Lys Glu Glu Val Asp Ala Gly Asp Trp Me Gly Met Tyr Leu Me 
85 90 95 

Asp Glu Val Leu Ser Glu Asn Phe Leu Asp Tyr Lys Asn Arg Gly Val 
100 105 110 

Asn Gly Ser His Arg Gly Gin Me Me Trp Lys Me Asp Ala Ser Ser 
115 120 125 

Tyr Phe Val Glu Pro Glu Thr Lys Me Cys Phe Lys Tyr Tyr His Gly 
130 135 140 

Val Ser Gly Ala Leu Arg Ala Thr Thr Pro Ser Val Thr Val Lys Asn 
145 150 155 160 

Ser Ala Ala Pro Me Phe Lys Ser Me Gly Ala Asp Glu Thr Val Gin 
165 170 175 

Gly Gin Gly Ser Arg Arg Leu Me Ser Phe Ser Leu Ser Asp Phe Gin 
180 185 190 

Ala Met Gly Leu Lys Lys Gly Met Phe Phe Asn Pro Asp Pro Tyr Leu 
195 200 205 

Lys Me Ser Me Gin Pro Gly Lys His Ser Me Phe Pro Ala Leu Pro 
210 215 220 

His His Gly Gin Glu Arg Arg Ser Lys lie Me Gly Asn Thr Val Asn 
225 230 235 240 

Pro Me Trp Gin Ala Glu Gin Phe Ser Phe Val Ser Leu Pro Thr Asp 
245 250 255 

*-v(1) 



Val Leu Glu lie Glu Val Lys Asp Lys Phe Ala Lys Ser Arg Pro Me 
260 265 270 

lie Lys Arg Phe Leu Gly Lys Leu Ser Met Pro Val Gin Arg Leu Leu 
275 280 285 

Glu Arg His Ala Me Gly Asp Arg Val Val Ser Tyr Thr Leu Gly Arg 
290 295 300 

Arg Leu Pro Thr Asp His Val Ser Gly Gin Leu Gin Phe Arg Phe Glu 
305 310 315 320 

Me Thr Ser Ser Me His Pro Asp Asp Glu Glu lie Ser Leu Ser Thr 
325 330 335 

Glu Pro Glu Ser Ala Gin Me Gin Asp Ser Pro Met Asn Asn Leu Met 
340 345 350 . 

Glu Ser Gly Ser Gly Glu Pro Arg Ser Glu Ala Pro Glu Ser Ser Glu 
355 360 365 

Ser Trp Lys Pro Glu Gin Leu Gly Glu Gly Ser Val Pro Asp Arg Pro 
370 375 380 

Gly Asn Gin Ser Me Glu Leu Ser Arg Pro Ala Glu Glu Ala Ala Val 
385 390 395 400 

lie Thr Glu Ala Gly Asp Gin Gly Met Val Ser Val Gly Pro Glu Gly 
405 410 415 

Ala Gly Glu Leu Leu Ala Gin Val Gin Lys Asp Me Gin Pro Ala Pro 
420 425 430 

Ser Ala Glu Glu Leu Ala Glu Gin Leu Asp Leu Gly Glu Glu Ala Ser 
435 440 445 

Ala Leu Leu Leu Glu Asp Gly Glu Ala Pro Ala Ser Thr Lys Glu Glu 
450 455 460 

Pro Leu Glu Glu Glu Ala Thr Thr Gin Ser Arg Ala Gly Arg Glu Glu 
465 470 475 480 

Glu Glu Lys Glu Gin Glu Glu Glu Gly Asp Val Ser Thr Leu Glu Gin 
485 490 495 

Gly Glu Gly Arg Leu Gin Leu Arg Ala Ser Val Lys Arg Lys Ser Arg 
500 505 510 

Pro Cys Ser Leu Pro Val Ser Glu Leu Glu Thr Val Me Ala Ser Ala 
515 520 525 

Cys Gly Asp Pro Glu Thr Pro Arg Thr His Tyr Me Arg Me His Thr 
530 535 540 

Leu Leu His Ser Met Pro Ser Ala Gin Gly Gly Ser Ala Ala Glu Glu 
545 550 555 560 

Glu Asp Gly Ala Glu Glu Glu Ser Thr Leu Lys Asp Ser Ser Glu Lys 
565 570 575 

Asp Gly Leu Ser Glu Val Asp Thr Val Ala Ala Asp Pro Ser Ala Leu 
580 585 590 

Glu Glu Asp Arg Glu Glu Pro Glu Gly Ala Thr Pro Gly Thr Ala His 
595 600 605 

Pro Gly His Ser Gly Gly His Phe Pro Ser Leu Ala Asn Gly Ala Ala 
610 615 620 

Gin Asp Gly Asp Thr His Pro Ser Thr Gly Ser Glu Ser Asp Ser Ser 
625 630 635 640 

Pro Arg Gin Gly Gly Asp His Ser Cys Glu Gly Cys Asp Ala Ser Cys 
645 650 655 



Cys Ser Pro Ser Cys Tyr Ser Ser Ser Cys Tyr Ser Thr Ser Cys Tyr 
660 665 670 

Ser Ser Ser Cys Tyr Ser Ala Ser Cys Tyr Ser Pro Ser Cys Tyr Asn 
675 680 685 

Gly Asn Arg Phe Ala Ser His Thr Arg Phe Ser Ser Val Asp Ser Ala 
690 695 700 

Lys lie Ser Glu Ser Thr Val Phe Ser Ser Gin Asp Asp Glu Glu Glu 
705 710 715 720 

Glu Asn Ser Ala Phe Glu Ser Val Pro Asp Ser Met Gin Ser Pro Glu 
725 730 735 

Leu Asp Pro Glu Ser Thr Asn Gly Ala Gly Pro Trp Gin Asp Glu Leu 
740 745 750 

Ala Ala Pro Ser Gly His Val Glu Arg Ser Pro Glu Gly Leu Glu Ser 
755 760 765 

Pro Val Ala Gly Pro Ser Asn Arg Arg Glu Gly Glu Cys Pro lie Leu 
770 775 780 

His Asn Ser Gin Pro Val Ser Gin Leu Pro Ser Leu Arg Pro Glu His 
785 790 795 800 

His His Tyr Pro Thr Me Asp Glu Pro Leu Pro Pro Asn Trp Glu Ala 
805 810 . 815 

Arg lie Asp Ser His Gly Arg Val Phe Tyr Val Asp His Val Asn Arg 
820 825 830 

Thr Thr Thr Trp Gin Arg Pro Thr Ala Ala Ala Thr Pro Asp Gly Met 
835 840 845 

Arg Arg Ser Gly Ser He Gin Gin Met Glu Gin Leu Asn Arg Arg Tyr 
850 855 860 

Gin Asn He Gin Arg Thr lie Ala Thr Glu Arg Ser Glu Glu Asp Ser 
865 870 875 880 

Gly Ser Gin Ser Cys Glu Gin Ala Pro Ala Gly Gly Gly Gly Gly Gly 
885 890 895 

Gly Ser Asp Ser Glu Ala Glu Ser Ser Gin Ser Ser Leu Asp Leu Arg 
900 905 910 

Arg Glu Gly Ser Leu Ser Pro Val Asn Ser Gin Lys He Thr Leu Leu 
915 920 925 

Leu Gin Ser Pro Ala Val Lys Phe lie Thr Asn Pro Glu Phe Phe Thr 
930 935 940 

Val Leu His Ala Asn Tyr Ser Ala Tyr Arg Val Phe Thr Ser Ser Thr 
945 950 955 960 

Cys Leu Lys His Met lie Leu Lys Vai Arg Arg Asp Ala Arg Asn Phe 
965 970 975 

Glu Arg Tyr Gin His Asn Arg Asp Leu Val Asn Phe I le Asn Met Phe 
980 985 990 

Ala Asp Thr Arg Leu Glu Leu Pro Arg Gly Trp Glu lie Lys Thr Asp 
995 1000 1005 

Gin Gin Gly Lys Ser Phe Phe Val Asp His Asn Ser Arg Ala Thr Thr 
1010 1015 1020 

Phe I le Asp Pro Arg I le Pro Leu Gin Asn Gly Arg Leu Pro Asn His 
1025 1030 1035 1040 

Leu Thr His Arg Gin His Leu Gin Arg Leu Arg Ser Tyr Ser Ala Gly 
1045 1050 1055 



Glu Ala Ser Glu Val Ser Arg Asn Arg Gly Ala Ser Leu Leu Ala Arg 
1060 1065 1070 

Pro Gly His Ser Leu Val Ala Ala lie Arg Ser Gin His Gin His Glu 
1075 1080 . 1085 

Ser Leu Pro Leu Ala Tyr Asn Asp Lys Me Val Ala Phe Leu Arg Gin 
1090 1095 1100 

Pro Asn lie Phe Glu Met Leu Gin Glu Arg Gin Pro Ser Leu Ala Arg 
1105 1110 1115 1120 

Asn His Thr Leu Arg Glu Lys lie His Tyr He Arg Thr Glu Gly Asn 
1125 1130 1135 

His Gly Leu Glu Lys Leu Ser Cys Asp Ala Asp Leu Val Me Leu Leu 
1140 1145 1150 

Ser Leu Phe Glu Glu Glu Me Met Ser Tyr Val Pro Leu Gin Ala Ala 
1155 1160 1165 

Phe His Pro Gly Tyr Ser Phe Ser Pro Arg Cys Ser Pro Cys Ser Ser 
1170 1175 1180 

Pro Gin Asn Ser Pro Gly Leu Gin Arg Ala Ser Ala Arg Ala Pro Ser 
1185 1190 ~ 1195 1200 

Pro Tyr Arg Arg Asp Phe Glu Ala Lys Leu Arg Asn Phe Tyr Arg Lys 
1205 1210 1215 

Leu Glu Ala Lys Gly Phe Gly Gin Gly Pro Gly Lys Me Lys Leu He 
1220 1225 1230 

Me Arg Arg Asp His Leu Leu Glu Gly Thr Phe Asn Gin Val Met Ala 
1235 1240 1245 

Tyr Ser Arg Lys Glu Leu Gin Arg Asn Lys Leu Tyr Val Thr Phe Val 
1250 1255 1260 

Gly Glu Glu Gly Leu Asp Tyr Ser Gly Pro Ser Arg Glu Phe Phe Phe 
1265 1270 1275 1280 

Leu Leu Ser Gin Glu Leu Phe Asn Pro Tyr Tyr Gly Leu Phe Glu Tyr 
1285 1290 1295 

Ser Ala Asn Asp Thr Tyr Thr Val Gin Me Ser Pro Met Ser Ala Phe 
1300 1305 1310 

Val Glu Asn His Leu Glu Trp Phe Arg Phe Ser Gly Arg Me Leu Gly 
1315 1320 1325 



Leu Ala Leu Me His Gin Tyr Leu Leu Asp Ala Phe Phe Thr Arg Pro 
1330 1335 1340 

Phe Tyr Lys Ala Leu Leu Arg Leu Pro Cys Asp Leu Ser Asp Leu Glu 
1345 1350 1355 1360 

Tyr Leu Asp Glu Glu Phe His Gin Ser Leu Gin Trp Met Lys Asp Asn 
1365 1370 1375 

Asn Me Thr Asp Me Leu Asp Leu Thr Phe Thr Val Asn Glu Glu Val 
1380 1385 1390 

Phe Gly Gin Val Thr Glu Arg Glu Leu Lys Ser Gly Gly Ala Asn Thr 
1395 1400 1405 

Gin Val Thr Glu Lys Asn Lys Lys Glu Tyr Me Glu Arg Met Val Lys 
1410 1415 1420 

Trp Arg Val Glu Arg Gly Val Val Gin Gin Thr Glu Ala Leu Val Arg 
1425 1430 1435 1440 

Gly Phe Tyr Glu Val Val Asp Ser Arg Leu Val Ser Val Phe Asp Ala 
1445 1450 1455 



Arg Glu Leu Glu Leu Val lie Ala Gly Thr Ala Glu lie Asp Leu Asn 
1460 1465 1470 

Asp Trp Arg Asn Asn Thr Glu Tyr Arg Gly Gly Tyr His Asp Gly His 
1475 1480 1485 

Leu Val lie Arg Trp Phe Trp Ala Ala Val Glu Arg Phe Asn Asn Glu 
1490 1495 1500 

Gin Arg Leu Arg Leu Leu Gin Phe Val Thr Gly Thr Ser Ser Val Pro 
1505 1510 1515 1520 

Tyr Glu Gly Phe Ala Ala Leu Arg Gly Ser Asn Gly Leu Arg Arg Phe 
1525 1530 1535 

Cys He Glu Lys Trp Gly Lys lie Thr Ser Leu Pro Arg Ala His Thr 
1540 1545 1550 

Cys Phe Asn Arg Leu Asp Leu Pro Pro Tyr Pro Ser Tyr Ser Met Leu 
1555 1560 1565 

Tyr Glu Lys Leu Leu Thr Ala Val Glu Glu Thr Ser Thr Phe Gly Leu 
1570 1575 1580 

Glu 
1585 



<210> 2 
<211> 6200 
<212> DNA 
<213> Homo sapiens 

<220> 
<223> 

<400> 2 

ggtttttagg cctggccgcc atggcgtctc cttctagaaa ctcccagagc cgacgccggt 60 
gcaaggagcc gctccgatac agctacaacc ccgaccagtt ccacaacatg gacctcaggg 120 
gcggccccca cgatggcgtc accattcccc gctccaccag cgacactgac ctggtcacct 180 
cggacagccg ctccacgctc atggtcagca gctcctacta ttccatcggg cactctcagg 240 
acctggtcat ccactgggac ataaaggagg aagtggacgc tggggactgg attggcatgt 300 
acctcattga tgaggtcttg tccgaaaact ttctggacta taaaaaccgt ggagtcaatg 360 
gttctcatcg gggccagatc atctggaaga tcgatgccag ctcgtacttt gtggaacctg 420 
aaactaagat ctgcttcaaa tactaccatg gagtgagtgg ggccctgcga gcaaccaccc 480 
ccagtgtcac ggtcaaaaac tcggcagctc ctatttttaa aagcattggt gctgatgaga 540 
ccgtccaagg acaaggaagt cggaggctga tcagcttctc tctctcagat ttccaagcca 600 
tggggttgaa gaaagggatg tttttcaacc cagaccctta tctgaagatt tccattcagc 660 
ctgggaaaca cagcatcttc cccgccctcc ctcaccatgg acaggagagg agatccaaga 720 
tcataggcaa caccgtgaac cccatctggc aggccgagca attcagtttt gtgtccttgc 780 
ccactgacgt gctggaaatt gaggtgaagg acaagtttgc caagagccgc cccatcatca 840 
agcgcttctt gggaaagctg tcgatgcccg ttcaaagact cctggagaga cacgccatag 900 
gggatagggt ggtcagctac acacttggcc gcaggcttcc aacagatcat gtgagtggac 960 
agctgcaatt ccgatttgag atcacttcct ccatccaccc agatgatgag gagatttccc 1020 
tgagtaccga gcctgagtca gcccaaattc aggacagccc catgaacaac ctgatggaaa 1080 
gcggcagtgg ggaacctcgg tctgaggcac cagagtcctc tgagagctgg aagccagagc 1140 
agctgggtga gggcagtgtc cccgatcgtc cagggaacca aagcatagag ctttccagac 1200 
cagctgagga agcagcagtc atcacggagg caggagacca gggcatggtc tctgtgggac 1260 
ctgaaggggc tggggagctc ctggcccagg tgcaaaagga catccagcct gcccccagtg 1320 
cagaagagct ggccgagcag ctggacctgg gtgaggaggc atcagcactg ctgctggaag 1380 
acggtgaagc cccagccagc accaaggagg agcccttgga ggaggaagca acgacccaga 1440 
gccgggctgg aagggaagaa gaggagaagg agcaggagga ggagggagat gtgtccaccc 1500 
tggagcaggg agagggcagg ctgcagctgc gggcctcggt gaagagaaaa agcaggccct 1560 
gctccttgcc tgtgtccgag ctggagacgg tgatcgcgtc agcctgcggg gaccccgaga 1620 
ccccgcggac acactacatc cgcatccaca ccctgctgca cagcatgccc tccgcccagg 1680 
gcggcagcgc ggcagaggag gaggacggcg cggaggagga gtccaccctc aaggactcct 1740 
cggagaagga tgggctcagc gaggtggaca cggtggccgc tgacccgtct gccctggaag 1800 
aggacagaga agagcccgag ggggctactc caggcacggc gcaccctggc cactccgggg 1860 
gccacttccc cagcctggcc aatggcgcgg cccaggatgg cgacacgcac cccagcaccg 1920 
ggagcgagag cgactccagc cccaggcaag gcggggacca cagttgcgag ggctgtgacg 1980 
cgtcctgctg cagcccctcg tgctacagct cctcgtgcta cagcacgtcc tgctacagca 2040 
gctcgtgcta cagcgcctcg tgctacagcc cctcctgcta caacggcaac aggttcgcca 2100 
gccacacgcg cttctcctcc gtggacagcg ccaagatctc cgagagcacg gtcttctcct 2160 
cgcaagacga cgaggaggag gagaacagcg cgttcgagtc ggtacccgac tccatgcaga 2220 
gccctgagct ggacccggag tccacgaacg gcgctgggcc gtggcaagac gagctggccg 2280 

*-v(5) 



cccctagcgg gcacgtggaa agaagcccgg 
gcaatcggag agaaggtgaa tgtcctatac 
cttccctgag gcctgaacat catcactacc 
gggaagctcg aattgaoagc cacgggcggg 
ccacctggca gcgtccgacg gcagcagcca 
tccagcagat ggagcaactc aacaggcggt 
agaggtccga agaagattct ggcagccaaa 
gaggtggagg gagtgactca gaagccgaat 
aggggtcact ttctccagtg aactcacaaa 
tcaagttcat caccaacccc gagttcttca 
gagtcttcac cagtagcacc tgcttaaagc 
gcaattttga acgctaccag cacaaccggg 
acactcggct ggaactgccc cggggctggg 
ttttcgtgga ccacaacagt cgagctacca 
acggtcgtct tcccaatcat ctaactcacc 
gcgctggaga ggcctcagaa gtttctagaa 
gacacagctt agtagctgct attcgaagcc 
ataatgacaa gattgtggca tttcttcgcc 
gtcagccaag cttagcaaga aaccacacac 
agggtaatca cgggcttgag aagttgtcct 
tctttgaaga agagattatg tcctacgtcc 
gcttctctcc ccgctgttca ccctgttctt 
ccagtgcaag agccccttcc ccctaccgaa 
acagaaaact ggaagccaaa ggatttggtc 
gccgggatca tttgttggag ggaaccttca 
tccagcgaaa caagctctac gtcacctttg 
cctcgcggga gttcttcttc cttctgtctc 
ttgagtactc ggcaaatgat acttacacgg 
aaaaccatct tgagtggttc aggtttagcg 
agtaccttct tgacgctttc ttcacgaggc 
gtgatttgag tgacctggaa tatttggatg 
aggacaacaa catcacagac atcttagacc 
gacaggtcac ggaaagggag ttgaagtctg 
acaagaagga gtacatcgag cgcatggtga 
agaccgaggc gctggtgcgc ggcttctacg 
ttgatgccag ggagctggag ctggtgatag 
ggcggaataa cactgagtac cggggaggtt 
tctgggctgc ggtggagcgc ttcaataatg 
cgggaacatc cagcgtgccc tacgaaggct 
ggcgcttctg catagagaaa tgggggaaaa 
tcaaccgact ggatcttcca ccgtatccct 
cagcagtaga ggaaaccagc acctttggac 
ttttcctggc cagtgacatc acccttcctg 
aactctcctt tgattttggt attccatgat 
aaagctgtgc atgaagaact gccttcttct 
ttttcaatga actgctagcc tgtatgcaat 
atatctccac atacctccat tactaacaat 
accaaatggt aataaatgtt tacttccatt 
agcactccag gctttcatat gcccatgtct 
ctaataacca actccagaac taggagctga 
ttccctgtgc ataatatcca tccaaaggac 
tcaactcatg attcacatgt ggcatcagtc 
tgcaaatatg acacttctaa cgattaacaa 
gcaatgcatc ccaatggttg tggggattgt 
gagcatccct agtgaatact cacaccacaa 
agaaagcttc ttgattgagg tagcatgaag 
agaatgtggc aatgccaact ggagaaaggg 
ctgagttctg tactgttctg ttttgtttag 
aaatgtgtag atgataccat gacttttgtt 
aaaccctttt tttaaaactt tgatattttt 
aatcatggag ttcaagttcc tttgcattcg 
cagagagtga tggtgcttgt tagggatcaa 
gtaatcctcc tggggcagaa acataacacc 
atatccagtt tcttttagca ttcagtgaaa 
aaaacagctg caggctccaa agacagccta 
ccataatggt aaaaaaaaaa 

<210> 3 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 



aaggtctgga atcccccgtg gcaggtccaa 2340 
tccataattc ccagccagta agccagcttc 2400 
caacaatcga tgagcctctt ccaccaaact 2460 
tcttttatgt ggaccacgtg aaccgcacaa 2520 
ccccggatgg catgcggaga tcggggtcca 2580 
atcaaaacat tcagcgaacc attgcaacag 2640 
gctgcgagca agccccagca ggaggaggcg 2700 
cttcccagtc cagcttagat ctaaggagag 2760 
aaatcacctt gctgctgcag tccccagcgg 2820 
ctgtgctaca tgccaattat agtgcctacc 2880 
acatgattct gaaagtccga cgggatgctc 2940 
acttggtgaa tttcatcaac atgttcgcag 3000 
agatcaaaac ggaccagcag ggaaagtctt 3060 
ctttcattga cccccgaatc cctcttcaga 3120 
gacagcacct ccagaggctc cgaagttaca 3180 
acagaggagc ctctttactg gccaggccag 3240 
aacatcaaca tgagtcattg ccactggcat 3300 
agccaaacat ttttgaaatg ctgcaagagc 3360 
tcagggagaa aatccattac attcggactg 3420 
gtgatgcgga tctggtcatt ttgctgagtc 3480 
ccctgcaggc tgccttccac cctgggtata 3540 
cacctcagaa ctccccaggt ttacagagag 3600 
gagactttga ggccaagctc cgcaatttct 3660 
agggtccggg gaaaattaag ctcattattc 3720 
atcaggtgat ggcctattcg cggaaagagc 3780 
ttggagagga gggcctggac tacagtggcc 3840 
aggagctctt caacccttac tatggactct 3900 
tgcagatcag ccccatgtcc gcatttgtag 3960 
gtcgcatcct gggtctggct ctgatccatc 4020 
ccttctacaa ggcactcctg agactgccct 4080 
aggaattcca ccagagtttg cagtggatga 4140 
tcactttcac tgttaatgaa gaggtttttg 4200 
gaggagccaa cacacaggtg acggagaaaa 4260 
agtggcgggt ggagcgcggc gtggtacagc 4320 
aggttgtaga ctcgaggctg gtgtccgtgt 4380 
ctggcaccgc ggaaatcgac ctaaatgact 4440 
accacgatgg gcatcttgtg atccgctggt 4500 
agcagaggct gagattactg cagtttgtca 4560 
tcgcagccct ccgtgggagc aatgggcttc 4620 
ttacttctct ccccagggca cacacatgct 4680 
cgtactccat gttgtatgaa aagctgttaa 4740 
ttgagtgagg acatggaacc tcgcctgaca 4800 
ggatgatccc cttttccctt tcccttaatc 4860 
ttttattttc aaaccaaatc aggattgaca 4920 
aagatctaac cttcaggctt ctctcctctg 4980 
attaaaaaac agctgtctca aggtctgtgt 5040 
gaaatatgaa tgcaagttaa gctacacttg 5100 
tctatcattg aagggaaaat gtgagcatta 5160 
tctgagcaga gccaccattt tttataattt 5220 
tcaactcttt gttttcctct ccatctactt 5280 
aacagtggca aagctgaaat ttttatacat 5340 
ccatcagccg gaactagcct agacatacgg 5400 
cagcaagaaa acacctgctg ctgatgcaat 5460 
gggctcaact caagagaagt ttaggagggg 5520 
gaaggacaaa cttgtgcaca tgtccaagaa 5580 
gatgaggctt cagcccccat tgtcttatgt 5640 
aagaaggaca tattaccttg gtttgaatcc 5700 
tctagccaca gttcttcaca aaggaaaaaa 5760 
aaagccatga cttttgtttg cttggcagac 5820 
ttttcacatt ttttttcctt ttcctttctt 5880 
attgtccatc gggaccacac taggaagctg 5940 
gggcaacata gtacttctcc ttcacccata 6000 
ccaaaggcac gttgatttgt atcaaaataa 6060 
acatatctca gaaaacttca tgttgtcaga 6120 
acctctcaac tacatttgaa ataaacccaa 6180 

6200 



^-v(6) 



<400> 3 

ggtttttagg cctggccgcc 



<210> 4 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 4 

caatgaggta catgccaatc c 
1 



